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American Foulbrood (AFB) is a particularly pernicious bacterial disease of honey bees due to the extreme persistence
of endospores of the causative agent Paenibacillus larvae. These spores are resistant to harsh environmental conditions,
unaffected by antimicrobial agents and can remain viable for decades. The germination of the endospore in the larval
midgut is the crucial first step leading to infection, followed by vegetative growth, tissue invasion and disease, culminating in spore formation when the hosts nutrients have been exhausted. Therefore, inhibiting spore germination or
impeding early vegetative growth would be a highly effective strategy for limiting the impact of AFB. We previously
showed that honey bee-specific lactic acid bacteria (hbs–LAB) had a major inhibitory effect on P. larvae both in culture
and in larval bioassays. The present study documents the progress towards characterization of compounds, processes
and interactions between P. larvae and the hbs–LAB responsible for this inhibitory effect. Firstly, we used an agar diffusion assay and larval infection bioassay to show that most, if not all, of the inhibitory effect was associated with the
extracellular fraction (secretome). Secondly, we employed a turbidimetric growth assay to demonstrate that the
hbs–LAB secretome strongly inhibited P. larvae vegetative growth, however, probably not by reducing spore germination. The inhibition was similarly effective against both major P. larvae genotypes (ERIC-I and II) in all experiments. The
implications of our results for characterization of the secretome and for the management and treatment of AFB and P.
larvae are further discussed.
Keywords: American foulbrood, antimicrobial factors, honey bees, honey bee-specific lactic acid bacteria, Paenibacillus
larvae, secretome, spore germination, vegetative cells

Introduction
Honey bees are important pollinators in agriculture and
food production (Gallai, Salles, Settele, & Vaissiere,
2009). Recent large-scale losses of managed honey bee
colonies have led to an increased focus on honey bee
health and diseases. American foulbrood (AFB) is a
highly contagious and destructive bacterial honey bee
brood disease affecting beekeeping worldwide
(Genersch, 2010a). The causative agent of AFB is the
spore-forming, Gram-positive bacterium Paenibacillus larvae. The infectious form of the bacterium is the
extremely tenacious endospore, which enters the food
canal of young honey bee larvae through feeding on
spore-contaminated food (Bamrick, 1967; Woodrow,
1942). After the spore germinates, P. larvae multiplies
and proliferates in the midgut, breaching the epithelium
and invading the hemocoel of the honey bee larvae. The
invasion coincides with the death of the infected larva,
which decomposes into a brown, glue-like liquid containing vast numbers of P. larvae spores (Genersch,

2010a). The spores are ready to be distributed to new
larvae within the colony and between colonies, either
by bees (through swarming and robbing) or by beekeeping practices (Fries, Lindstr€
om, & Korpela, 2006;
Genersch, 2010b). Several different P. larvae genotypes
have been identified with different growth phenotypes
and virulence characteristics at both the individual and
colony level, and these can be distinguished using repetitive element PCR (rep-PCR) and Enterobacterial
Repetitive Intergenic Consensus (ERIC) primers
(Genersch et al., 2006; Genersch & Otte, 2003).
American foulbrood is a major problem for apiculture that is currently managed in most countries by
quarantine and incineration of either the whole colony
or just brood frames and bees and in some countries
also by prophylactic treatment with common antibiotics
like oxytetracycline and tylosin (Elzen et al., 2002;
Evans, 2003). There is strong evidence that P. larvae is
developing resistance to these antibiotics in countries
where antibiotic treatment is commonly used (Elzen
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et al., 2002; Evans, 2003). In the European Union it is
illegal to use antibiotics for treatment or prevention of
AFB (Al-Waili, Salom, Al-Ghamdi, & Ansari, 2012;
Animal and Plant Health Agency, 2017; Cogliani,
Goossens, & Greko, 2011). Moreover, antimicrobial
agents only affect the vegetative stage of P. larvae and
not the resistant spores, which remain viable for decades, such that antibiotic treatment unfortunately has little impact on the long-term epidemiology and control
of AFB (Alippi, L
opez, Reynaldi, Grasso, & Aguilar,
2007; Genersch, 2010b).
Previous studies have looked into the potential of
beneficial bacteria to control honey bee pathogens.
These include trials with individual lactic acid bacteria
(LAB) (Audisio et al., 2011; Evans & Lopez, 2004; Maggi
et al., 2013) and various species of Bacillus (Benitez,
Velho, de Souza da Motta, Segalin, & Brandelli, 2012;
Minnaard & Alippi, 2016; Sabate, Carrillo, & Audisio,
2009; Yoshiyama & Kimura, 2009). The health benefits
to the host from beneficial microbiota can be conditioned via various mechanisms, i.e., through the
enhancement of the bee’s innate immunity by LAB such
as Bifidobacterium asteroides 26p, Lactobacillus kunkeei 14
and Fructobacillus fructosus 49a (Evans & Lopez, 2004;
Forsgren, Olofsson, Vasquez, & Fries, 2010; McNally,
Viana, & Brown, 2014) or by the production of antimicrobial compounds for the direct inhibition of honey
bee pathogens such as P. larvae (Audisio et al., 2011),
Melissococcus plutonius (Vasquez et al., 2012), and
Nosema ceranae (Maggi et al., 2013).
However, the most interesting approach is to use the
honey bee’s own honey bee specific (hbs) LAB, which
includes 13 bacterial species within the Lactobacillus and
Bifidobacterium genera (Forsgren et al., 2010; Killer,
Dubna, Sedlacek, Svec 2014; Vasquez et al., 2012). It is
possible that these bacteria act as a community by crossmetabolizing each other’s secreted compounds, producing a richer diversity of metabolites and antimicrobial
peptides than is possible with individually cultivated bacteria (McNally et al., 2014), and that may therefore be
more effective, or even specifically adapted, against just
honey bee pathogens. In a previous study, it was demonstrated that feeding young honey bee larvae with a mix of
11 hbs–LAB (except Lactobacillus apinorum Fhon13N and
Lactobacillus mellifer Bin4N) cell suspension decreased the
proportion of larvae dying from P. larvae infection
(Forsgren et al., 2010). In this study, we followed up this
work with a more detailed characterization of the nature
of the inhibitory effects from the co-cultivated hbs–LAB
community on P. larvae, through an analysis of the CellFree Supernatant (CFS), the secretome, from a mixed
culture of 13 hbs–LAB species (Olofsson, Alsterfjord,
Nilson, Butler, & Vasquez, 2014a; Vasquez et al., 2012).
Our results represent a first step towards the identification and characterization of compounds involved in the
inhibitory mechanisms of hbs–LAB against pathogens
such as P. larvae. The long-term goal would be to use

beneficial bacteria or their products as an additional
and sustainable strategy for combatting AFB in
honey bee colonies.
Methods
Paenibacillus larvae cultivation
Paenibacillus larvae genotypes ERIC-I (CCUG 48979) and
ERIC-II (CCUG 48972) were cultured on MYPGP agar
(Mueller–Hinton broth, yeast extract, potassium phosphate, glucose and pyruvate) plates as described by
Nordstr€
om and Fries (1995) and incubated at 35  C
with 5% CO2 for 72 h. To prepare spore suspensions
with defined concentrations, P. larvae genotypes ERIC-I
and ERIC-II were cultured on MYPGP agar and incubated at 35  C with 5% CO2 for 3 weeks. Bacterial colonies were suspended in sterile 0.9% saline and a total
microscopic count of the spores was made in a Helber
bacteria counting chamber (Hawksley) using a phasecontrast light microscope (400, Reichert, Austria).
Stock spore suspensions were stored at 4  C. To prepare suspensions of vegetative cells, P. larvae spores
were inoculated in MYPGP broth and incubated at
35  C with 5% CO2. After 24–30 h incubation, the samples were checked for P. larvae cells by phase contrast
microscope (Forsgren, Stevanovic, & Fries, 2008).
Hbs–LAB cultivation
The 13 hbs–LAB (Lactobacillus kunkeei Fhon2N,
Lactobacillus apinorum Fhon13N, Lactobacillus mellis Hon2N,
Lactobacillus mellifer Bin4N, Lactobacillus apis Hma11N,
Lactobacillus helsingborgensis Bma5N, Lactobacillus melliventris
Hma8N, Lactobacillus kimbladii Hma2N, Lactobacillus kullabergensis Biut2N and Bifidobacterium asteroides Bin2N,
Bifidobacterium asteroides Bin7N, Bifidobacterium asteroides
Hma3N and Bifidobacterium coryneforme Bma6N) were cultured individually in supplemented MRS medium (sMRS)
containing 2% fructose (Merck, Sollentuna, Sweden) and
0.1% L-cysteine (Sigma-Aldrich, Stockholm, Sweden) as
previously described (Lamei et al., 2017). The hbs–LAB
mixture used for experimentation was prepared by mixing
the 13 species, each at a starting cell density of
OD600¼0.02, followed by incubation of the mixture in
sMRS broth for 18 h at 35  C.
The composition of the hbs–LAB mixture post-incubation was determined by cultivating bacterial colonies
from the final mixture on sMRS plates, transferring individual colonies to a 96-well steel target plate (Bruker
Daltonics, Solna, Sweden) and adding 1 mL 70% formic
acid on top of each sample. To the dried samples, 1 mL
of 10 mg/mL a-cyano 4-hydroxycinnamic acid (HCCA)
in matrix solution (Sigma-Aldrich) were added, and after
evaporation the mass spectrum of each colony was
determined by a matrix-assisted laser desorption/ionization time-of-flight (MALDI-TOF) mass spectrometry
(MS) Microflex Instrument (Bruker Daltonics). The mass
spectra were analyzed using the FlexControl and MALDI
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Biotyper 3.1 software with MBT Compass library, DB6903 MSP (Bruker Daltonics) and compared to a combined library consisting of the MBT Compass library and
an in-house reference database for the different hbs–LAB
(HBS–LAB database) (Butler et al., 2016; Carbonnelle
et al., 2011; Olofsson et al., 2014a). A score of 2.0 or
greater was needed for positive hbs–LAB identification. All
of the 13 initial hbs–LAB were represented among the
analysed colonies. However, L. kunkeei Fhon2N was very
clearly the dominant bacterium post-incubation, even
though the incubation started with similar amounts of the
13 bacterial species.
Cell-free supernatant
The cell-free supernatant (CFS) from hbs–LAB mixture,
as well as from uninoculated sMRS medium, was prepared as previously described (Butler et al., 2013), with
minor modifications. The hbs–LAB mixture/sMRS media
was centrifuged (4000 rpm, 30 min at 4  C) and filtersterilized (0.22 mm filter, Sarstedt, N€umbrecht,
Germany) to get the CFS. After the filtration, 3 mL of
CFS and sMRS were freeze-dried (Martin Christ Freeze
Dryer, Osterode am Harz, Germany) overnight. The
freeze-dried samples were kept at –80  C and re-suspended in sterile water (300 mL) prior to use.
Agar well diffusion assay
Agar well diffusion assays (Alippi & Reynaldi, 2006;
Butler et al., 2016) were used for initial assessment of
the inhibitory activity of the hbs–LAB CFS on P. larvae.
Soft MYPGP agar (0.8%) (15 mL) at 42  C was inoculated with 150 mL of P. larvae bacterial suspension at
McFarland standard 0.5 (OD600¼0.08–0.10) and poured
into a Petri dish to solidify. The wells of 5 mm diameter
were cut into the agar and filled with 20 mL of the CFS.
The plates were incubated at 35  C with 5% CO2 for
72 h. The antimicrobial activity was quantified by measuring the radius of inhibition zones of each well.
Turbidimetric assay
Turbidimetric assays (Kavanagh, 1968) were used to
assess the inhibitory activity of the hbs–LAB CFS on the
germination and growth of P. larvae in liquid medium.
For each assay, 5 mL MYPGP broth was supplemented
with either 250 mL reconstituted CFS or sMRS media
and inoculated with either spores or vegetative cells of
P. larvae ERIC-I or ERIC-II (OD600¼0.02–0.03). Un-supplemented MYPGP broth was used as a blank. The
starting pH of the different media was 7.11, 6.86 and
5.86 for MYPGP, MYPGP þ sMRS and MYPGP þ CFS,
respectively, which is well within the optimum pH range
for the germination of P. larvae spores (Alvarado, Phui,
Elekonich, & Abel-Santos, 2013). Bacterial growth was
monitored by spectrophotometry at OD 600 nm
(GYNESYS, ThermoSpectronic, USA) for 8 days.

407

Experiments were repeated three times and the generation time of the bacteria was calculated as described
previously (Monod, 1949).
Exposure bioassays
Larval exposure bioassays were used to assess the
inhibitory activity of the hbs–LAB CFS on P. larvae
pathogenesis in honey bee larvae. First instar worker
larvae from honey bee colonies located at the Swedish
University of Agricultural Sciences, Uppsala, Sweden
were grafted with a Chinese grafting tool
(Bienenzuchtger€ate, Graze, Weinstadt, Germany) into
individual wells of 48-well tissue culture plates, each
containing 10 mL of prewarmed diet (Aupinel et al.,
2005). Each bioassay included technical controls for
assessing the background larval mortality. Bioassays with
>15% background mortality were excluded from the
data. The experimental larvae were infected with
1  104 P. larvae spores per larvae: an infectious dose
that produces sufficient larval mortality (about 70%) to
observe the remedial effect of hbs–LAB treatment on
larval mortality (Forsgren et al., 2010). Different experimental groups were fed larval diet supplemented with
either the CFS (3 mL of reconstituted CFS in 10 mL diet)
or a mixture of live 13 hbs–LAB cell suspension
(1  107 bacteria per 10 mL diet) for 6 consecutive days,
with increasing amounts of daily diet (10, 10, 20, 30, 40
and 60 mL food/larva/day, respectively). Control bioassays assessing any direct effect of live hbs–LAB on uninfected larvae were all negative. The larvae were
maintained in an incubator at 35  C with a relative
humidity of 96%. The larvae were checked daily for
mortality before feeding. Dead larvae were removed,
the gut content streaked onto MYPGP agar for the cultivation of P. larvae with the identity of the bacterial colonies confirmed by PCR (Dobbelaere, de Graaf,
Peeters, & Franciscus, 2001). Each bioassay was
repeated three times for both P. larvae genotypes
(ERIC-I and II), with a total of 30 larvae per replicate,
except for the P. larvae-infected experimental group
treated with live hbs–LAB bacteria, which was replicated twice (Supplementary Online Table 1).
Statistical analyses
All statistical analyses were performed using R (R Core
Team, 2016). In agar well diffusion assays, the differences between inhibition zones of P. larvae genotypes
were tested with an unpaired t-test. In the turbidimetric
assay we were interested in the strength of the growth
increase over time in control samples (only containing
P. larvae) depending on the P. larvae genotypes, the
growth stages (spores and vegetative cells), and their
interactions. A subset containing all measurements were
made until the observed maximum, plus two more time
points. We used a linear mixed model (package lme4;
Bates, Maechler, Bolker, & Walker, 2014) with the three
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Figure 1. Inhibitory effect of hbs–LAB CFS on P. larvae growth in broth. Growth curves (black symbols and black lines) of P. larvae in
MYPGP broth supplemented with hbs–LAB cell-free supernatant (P. larvaeþCFS) compared to the controls (P. larvae). Bacterial
growth was reflected by increasing turbidity, and measured by the optical density at 600 nm (OD600). The growth curves were initiated with either P. larvae ERIC-I spores (A), P. larvae ERIC-I vegetative cells (B), P. larvae ERIC-II spores (C), or P. larvae ERIC-II vegetative cells (D). In red: The strength of the growth increase of P. larvae was compared among all four combinations. Circles show the
original subset and lines indicate model predictions with bootstrapped confidence limits. Different upper-case letters indicate significantly different slopes (Tukey contrast; p < 0.05).

replications as random effect and the three predictors as
fixed effect and all interactions. To more appropriately
model the increase the continuous variable time was fit as
first order polynomial (after bootstrapping with the package ez (Lawrence, 2012) the estimates were back-transformed). We then compared the resulting slopes for each
absorbance over times (package lsmeans (Lenth, 2016)).
The exposure bioassays were analyzed with a generalized
linear mixed model with a binomial likelihood (dead vs.
alive; logit link), the treatment, the genotypes, and their
interaction as explanatory variables, and the three replicates as random effect (meaning each dead vs. alive pair
received its own likelihood). Here we compared the
means (package multcomp Hothorn, Bretz, & Westfall,
2008; single step adjustment of P values).
Results
The purpose of these experiments was to determine
whether the inhibitory effect of hbs–LAB on P. larvae

seen previously (Forsgren et al., 2010) was due to
secreted compounds produced by the hbs–LAB community, and to assess which aspects of P. larvae growth
were affected. A cell-free supernatant (CFS) derived
from the communal cultivation of 13 hbs–LAB, the
secretome, was therefore tested for inhibitory activity
against P. larvae in several different assays.
In vitro inhibition of P. larvae genotypes
The agar well diffusion assays showed a strong inhibition
by the CFS on the growth of both P. larvae genotypes,
resulting in clear and sharp inhibition zones. The ERIC-I
genotype was considerably more inhibited than ERIC-II
genotype (mean ± SE: ERIC-I: 4.00 mm ± 0.17, ERIC-II:
3.13 mm ± 0.17; t test: P ¼ 0.02).
To assess the effect of the CFS on the P. larvae spore
germination, vegetative growth and sporulation in liquid
medium we used a turbidimetric bacterial growth assay.
The method was run for both P. larvae genotypes,
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Table 1. Analysis-of-deviance tables (type III test) from models investigating the effect on absorbance in the turbidimetric assay (linear mixed model, LMM) and the survival of larvae (generalized linear mixed model, GLMM).
Response variable
Absorbance (LMM)

Larval survival (GLMM)

Explanatory variables
Genotype
Growth stage
Time
Genotype  growth stage
Genotype  time
Growth stage  time
Genotype  growth stage  time
Treatment
Genotype
Genotype  treatment

v2
0.04
0.10
37.52
0.59
46.66
43.50
11.69
20.0
1.05
0.40

df
1
1
1
1
1
1
1
2
1
2

p value
0.84
0.74
<0.001
0.44
<0.001
<0.001
<0.01
<0.001
0.30
0.81

In the first model we used a subset of the data until the maximum of absorbance. Non-significant terms were removed stepwise from the final minimal adequate model if possible.

vegetative cell growth starts. The ERIC-II P. larvae genotype also germinated considerably faster than the ERIC-I
genotype. Also the sporulation phase was different for
the two genotypes, with the ERIC-I genotype entering a
much steeper and extensive decline than the ERIC-II
genotype. The four CFS-supplemented growth curves
were similar in shape (Figure 1) and very flat, indicating
extensive inhibition of P. larvae growth. Since spore-initiated and vegetative cell-initiated cultures were equally
inhibited, the inference was that the CFS primarily inhibited vegetative growth, rather than spore germination.
Due to the absence of significant vegetative growth in
CFS supplemented media, no inference could be made
on the possible inhibition of sporulation by the CFS.
In vivo inhibition of P. larvae genotypes
Figure 2. Inhibitory effect of hbs–LAB cell-free supernatant on
P. larvae in larval bioassays. Probability of mortality for P. larvaeinfected honey bee larvae treated with hbs–LAB cell-free
supernatant (CFS), relative to untreated (negative control) and
live hbs–LAB-treated (positive control) P. larvae-infected larvae.
Symbols show predicted marginal means with CIs and different
upper case letters indicate significant differences among the
treatments (Tukey contrast; p < 0.01).

initiated either with endospores or vegetative cells
(Figure 1). Following spore germination, the P. larvae
growth curve was characterized by a rapid vegetative
growth, with estimated generation times of 48.4 and
18.7 min for the ERIC-I and ERIC-II genotypes, respectively. A sharp peak was observed followed by a decline
in cell density as the bacterial culture entered the
sporulation phase. However, in CFS-supplemented
media, this vegetative growth peak was entirely absent,
with the P. larvae growth curve increasing only slightly
and very slowly over the same time period, reaching far
lower final cell densities than in the non-supplemented
media (Table 1; Figure 1). In spore-initiated cultures,
the growth peak was delayed by 32 h (ERIC-I) and
24 h (ERIC-II) relative to vegetative cell-initiated cultures (Table 1; Figure 1A,C in red), corresponding to
the time the spores needed to germinate before the

In vivo larval exposure bioassays revealed that the effect
of both the live hbs–LAB and CFS treatments on reducing P. larvae-caused larval mortality were significant
(Figure 2; Table 1; Supplementary Online Table 2). The
direction and extent of the effect is consistent for both
genotypes and similar to that recorded previously
(Forsgren et al., 2010). Furthermore, the CFS treatment
may have a superior inhibitory effect than live hbs–LAB
treatment on larval mortality caused by P. larvae infection, especially for ERIC I genotypes (Supplementary
Online Figure 1; Supplementary Online Table 3).
Discussion
Although much research has been conducted on various
aspects of AFB and its causative agent, P. larvae, there is
little information about the basic germination and
growth characteristics of P. larvae, or how these are
affected by putative antimicrobial agents. These are
important parameters for the management of AFB, since
the speed of spore germination and rate of P. larvae
vegetative growth influences how fast the larva will die
(Genersch, Ashiralieva, & Fries 2005; Yue, Nordhoff,
Wieler, & Genersch 2008). If this rapid death occurs
prior to capping, it will facilitate the detection and
removal of the larval corpse by bee hygienic behavior.
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Delayed germination or vegetative growth enhances the
probability that the diseased larva is capped, making
hygienic detection and removal less likely and allowing
sporulation to be completed. Any successful AFB treatment or management strategy has to take into account
how it affects the triggers and timing of the major bacterial life-cycle events in relation to larval development
and bee hygienic behavior.
The main result of our experiments is that the inhibitory effect of hbs–LAB on the growth and larval mortality caused by P. larvae appears to reside largely in
extracellular, secreted substances (the “secretome"),
and that these primarily (and strongly) inhibit the vegetative growth of P. larvae. This reduces bacterial proliferation and perhaps avoids the triggers for sporulation,
and this is probably the primary reason for the
enhanced survival of P. larvae-infected larvae treated
with hbs–LAB CFS. There was no evidence that the
CFS specifically inhibited or delayed spore germination,
since the inhibitory effects were identical for spore and
vegetative cell initiated turbidimetric cultures. However,
it would also be incorrect to conclude that the CFS
cannot affect spore germination: other types of experiments are required to verify or exclude this.
There are a number of metabolites and peptides
secreted by hbs–LAB that could be responsible for the
inhibitory effect. hbs–LAB secret a wide variety of antimicrobial substances and each species releases its own
unique set of metabolites (Butler et al., 2013; Olofsson
et al., 2014b). A common feature of all hbs–LAB is that
they produce organic acids such as lactic, acetic and formic acid (Olofsson et al., 2014b). Previous studies have
demonstrated that organic acids produced by
Lactobacillus plantarum, Lactobacillus brevis (Mudronova
et al., 2011) and Lactobacillus johnsonii (Audisio et al.,
2011) inhibit P. larvae vegetative growth. It has also
been shown that the spores of Bacillus cereus were
more resistant to organic acids than the vegetative cells,
with the resistance furthermore also affected by pH
(Wong & Chen, 1988). It is also highly likely that the
hbs–LAB supernatant contains antimicrobial substances
other than organic acids that contribute to the inhibitory effect on P. larvae. For example, hbs–LAB subjected
to molecules associated with pathogen-associated
microbial patterns (PAMPs), such as lipopolysaccharide,
lipoteichoic acid and peptidoglycans produce a distinct
and unique range of extracellular proteins and enzymes
with possible antimicrobial activity. For example, L. helsinborgensis bacteriocin, a putative helveticin J homolog,
was recently discovered (Butler et al., 2013). It is possible that some of the antimicrobial activity of honey
(Butler et al., 2013; Olofsson et al., 2014b; Olofsson &
Vasquez, 2008), including against P. larvae (Erler,
Denner, Bobiş, Forsgren, & Moritz, 2014) can be traced
to metabolites and peptides produced by hbs–LAB and
that this may be part of the honey bee’s natural innate
immunity against pathogens (Erler et al., 2014). The

results presented here are similar to other studies demonstrating delayed spore germination or growth inhibition of pathogenic bacteria (e.g. Bacillus cereus, Wong
and Chen, 1988; Bacillus anthracis, Gut, Prouty, Ballard,
van der Donk, & Blanke, 2008) by certain specific LAB
(e.g. Streptococcus lactis, Streptococcus thermophilus,
Lactobacillus acidophilus, Lactobacillus bulgaricus) or their
antimicrobial products (e.g. nisin; an antimicrobial peptide produced by Lactococcus lactis, Gut et al., 2008).
The next stage in this research would be to identify and
isolate the active substances produced and secreted by
the hbs–LAB involved in the inhibition of P. larvae.
A second point of interest is the differential response
of the two main P. larvae genotypes during our experiments. These genotypes are well characterized at both
the biological and molecular level (Genersch et al.,
2005; Heyndrickx & Vos, 1996; Poppinga & Genersch,
2015) and the results of these experiments in by-andlarge confirm the biological characteristics of these genotypes. For example, ERIC-I genotypes are associated
with spore production and elevated virulence at the colony level, while ERIC-II genotypes are associated with
vegetative growth and elevated virulence at the individual level (Genersch et al., 2005; Poppinga & Genersch,
2015). This is consistent with the observations made
here of a faster germination, shorter generation time,
higher final cell density and delayed/reduced sporulation
for ERIC-II (i.e. dominant vegetative stage) compared to
ERIC-I (i.e. dominant spore stage). To this can be added
that the CFS appears to be slightly more effective
against the ERIC-I genotype than the ERIC-II genotype
in the agar well diffusion assay, the larval exposure bioassay and the turbidimetric assay. This suggests that the
vegetative state of the ERIC-II genotype maybe more
robust to the natural antimicrobial agents produced by
the hbs–LAB than the vegetative state of the ERIC-I
genotype, which in turn may explain why ERIC-II has a
more dominant vegetative state both in vitro and in vivo
(Yue et al., 2008).
Conclusion
Considering the negative effects of antibiotics on commensal microbiota, the evolution of resistance of P. larvae to conventional antibiotic treatment (Alippi et al.,
2007; Evans, 2003; Miyagi et al., 2000), and the overall
risk from antibiotic use for both animals and humans
(Al-Waili et al., 2012), our research findings are an
important first step for using beneficial bacteria against
AFB in honey bee colonies which needs to be further
studied in the future.
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