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Abstract 

This study was conducted to isolate and diagnose different isolates of Varroa parasite collected from different 
regions of Lraq, lran, Turkey, Syria, Egypt, and Jordan. The different Varroa isola tes were identified using 
the polymerase chau1 reaction (PCR) technique to amplify the mitochondrial cytochrome oxidase gene 1 
(mtCOl) to determine the nucleotide sequences generated from these isolates. These nucleotide sequences 
were analyzed to identify the similarities and differences in the amplified gene regions. The results obtained 
from the nucleotide base-sequence analysis indicated that ail isolates of Varroa parasite collected in this 
study were Varroa destructor. Fu1thermore, the results showed differences io the nucleotide sequences 
resultiilg from the amplification of the target mtCOl by PCR. The isolates from Egypt (No.12) and from 
Syria (N o. 14) were the most genetically ditlèrent among the other isolates in this study ( 17 samples) . By 
the phylogenetic tree analysis, isolates of parasites numbered with 12 and 14 appeared in separate clades 
from the other clades of isolates under study. Besides, these isolates (No.12 and No.14) showed differences 
to other isolates of the same parasite formerly recorded at NCBI. The V. destructor isolate ofEgypt (12) and 
Syria (No.14) showed a genetic similarity of99%. 
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Introduction 

Bees have an important rote in the environment 
by polliDating both wildflowers and many agriculturnl 
crops as they forage for nectar and pollen, in addition 
to producing beeswax andhoney 19. Like ail other 
living organisms, honey bees are subject to many pests 
and pathogens thal harmfully affect their bebavior and 
production. Among the most important of these pests 
is Varroa (Varroa destructor), which invaded Iraq for 
the first time in 1985 and was officially registered as an 
epidemic pest to honey bees (Apis mellifera L.) in 1987, 
known then as Varroa jacobsoni (M.H.E.S.R, 1987, 
12 ). The regi stry was modified afte1wards to Varroa 
destructor according to 6 and based on the classification 
of the British Natural History Museum for the Varroa 
sa mple from Erbil 18 . Since the appearance of Varroa 
through the year of 1990, the spread of this parasite 
and the degree of impact was devastating for beehives 
in Iraq. More than 90% (FAO, 1997) collapsed despite 
the use of many chemical and natural treatments that 
limited the effects of Varroa but remained the greatest 

threat to beekeeping causing direct damages or by 
diseases that help its spread particularly viral diseases 
9. Varroa parasite is affected by geographical location 
and natural climatic conditions, especially temperature, 
humidity, and others. This may lead to genetic mutations 
that contribute to causing morphological , physiological 
and behavioral changes allowing for their continuai 
reproduction ( 1,7, 10, 13, 17). According to observations 
by beekeepers, there are new species of Varroa as 
con:firmed by the lraqi Ministry of Agriculture could be 
because of imported bees infected with Varroa parasite 
16. Materials and methods: 

Sample Collection 

Seventeen samples of Varroa parasites were 
collected directly from the infected bee colonies of 
ten livu1g parasites from adult Varroa females for 
each sample. They were placed in a separate tube of 
ethyl alcohol (95%), brought to the Depaitment of 
Plant Protection/ Faculty of Agriculture/ University of 
Kerbala, and kept at 4°C until the DNA was extracted. 
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